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<400> 1 

aactgccttc gagaagcgtt agcctagaga tccgagcctc ttctccatac catagttggt 60 

tcaggtggtt tcctcttcaa accttgcgtc tgcggataat ccgcgcggcc gggcgttaag 120 

ctccaggtcc ctgtcgctcc gtcgaggtgg caagcc atg gcc ggc tgc tgc tgt 174 

Met Ala Gly Cys Cys Cys 

1 5 

ttg tct gcg gag gag aaa gag tct cag cgc ate age gcg gag ate gag 222 

Leu Ser Ala Glu Glu Lys Glu Ser Gin Arg lie Ser Ala Glu lie Glu 

10 15 20 

egg cae gtt cgc cgc gac aag aag gac gcg cgc egg gag etc aag ctg 270 
Arg His Val Arg Arg Asp Lys Lys Asp Ala Arg Arg Glu Leu Lys Leu 

25 30 35 

ctg ttg ctg gga ace ggt gag agt ggg aaa age acc ttt ate aag cag 318 
Leu Leu Leu Gly Thr Gly Glu Ser Gly Lys Ser Thr Phe lie Lys Gin 
40 45 50 

atg agg ata ate cat ggg tct ggc tac agt gat gaa gat aga aag ggc 366 
Met Arg lie lie His Gly Ser Gly Tyr Ser Asp Glu Asp Arg Lys Gly 
55 60 65 70 

tte acg aag ctg gtt tac caa aac ata ttc acg gee atg caa gcc atg 414 
Phe Thr Lys Leu Val Tyr Gin Asn lie Phe Thr Ala Met Gin Ala Met 

75 80 85 



ate aga gca atg gat acc ctg agg ata caa tac atg tgt gag cag aat 462 
lie Arg Ala Met Asp Thr Leu Arg lie Gin Tyr Met Cys Glu Gin Asn 

90 95 100 

aag gaa aat gcc cag ate ate agg gaa gtg gaa gta gae aag gtc act 510 
Lys Glu Asn Ala Gin lie lie Arg Glu Val Glu Val Asp Lys Val Thr 
105 110 115 

gca etc tct aga gae eag gtg gca gee ate aag cag ctg tgg etg gat 558 
Ala Leu Ser Arg Asp Gin Val Ala Ala lie Lys Gin Leu Trp Leu Asp 
120 125 130 

ecc gga ate eag gag tgt tac gae agg agg agg gag tac cag etg tea 606 
Pro Gly lie Gin Glu Cys Tyr Asp Arg Arg Arg Glu Tyr Gin Leu Ser 
135 140 145 150 

gae tet gcc aaa tat tac etg aeg gae att gag cgt ate gee atg eee 654 
Asp Ser Ala Lys Tyr Tyr Leu Thr Asp He Glu Arg He Ala Met Pro 

155 160 165 

tet tte gtg cca aca caa cag gat gtg ett cgt gtt aga gtg ecc ace 702 
Ser Phe Val Pro Thr Gin Gin Asp Val Leu Arg Val Arg Val Pro Thr 

170 175 180 

act ggc ate ata gaa tat cca tte gae ctg gaa aac ate ate ttc ega 750 
Thr Gly He He Glu Tyr Pro Phe Asp Leu Glu Asn He He Phe Arg 
185 190 195 

atg gtg gat gtt ggt ggc eag ega tct gaa ega egg aaa tgg att cac 798 
Met Val Asp Val Gly Gly Gin Arg Ser Glu Arg Arg Lys Trp He His 
200 205 210 

tgc ttt gag agt gtc acc tec ate att tte ttg gtt get ctg agt gaa 846 
Cys Phe Glu Ser Val Thr Ser He He Phe Leu Val Ala Leu Ser Glu 
215 220 225 230 

tat gae cag gtt ctg get gag tgt gae aat gag aac cgc atg gag gag 894 
Tyr Asp Gin Val Leu Ala Glu Cys Asp Asn Glu Asn Arg Met Glu Glu 

235 240 245 

age aaa gee etg ttt aga acc ate ate ace tac eee tgg ttt ctg aac 942 
Ser Lys Ala Leu Phe Arg Thr He He Thr Tyr Pro Trp Phe Leu Asn 

250 255 260 

tee tee gtg att ctg tte tta aac aag aag gat ctt eta gag gag aaa 990 
Ser Ser Val He Leu Phe Leu Asn Lys Lys Asp Leu Leu Glu Glu Lys 
265 270 275- 

ate atg tac tct cat eta att age tac ttc cca gag tac aca gga cca 1038 
He Met Tyr Ser His Leu He Ser Tyr Phe Pro Glu Tyr Thr Gly Pro 
280 285 290 

aag caa gat gtc aaa geg gee agg gae ttt ate ctg aag ctg tat caa 1086 
Lys Gin Asp Val Lys Ala Ala Arg Asp Phe He Leu Lys Leu Tyr Gin 
295 300 305 310 

gae eag aat ect gae aaa gag aag gtt ate tat tet cac ttc act tgt ' 1134 
Asp Gin Asn Pro Asp Lys Glu Lys Val He Tyr Ser His Phe Thr Cys 

315 320 325 



get aca gac acc gag aat ate cge ttt gtg ttt get get gte aaa gac 1182 
Ala Thr Asp Thr Glu Asn lie Arg Phe Val Phe Ala Ala Val Lys Asp 

330 335 340 



aea ate eta eag eta aac eta egg gag tte aae ttg gtg taa 1224 
Thr lie Leu Gin Leu Asn Leu Arg Glu Phe Asn Leu Val 
345 350 355 

atggagggcc tactcctccg agacagaggg tgatctgagc ccttcetgcc tgatctacaa 1284 

gtgettctgg aeeaggaeet aaggacatta tgtageeeae aggaeagaga tgggtagtge 1344 

aatgtgaaaa atacttcaec aaeeetttta agtgtcttta attcttcaet gtetaaetct 1404 

tttetegect tttggttgaa egattaggta tcatttttga gtggtteccc ctetcctatt 1464 

tttttaaaet agtgttcaac agttattaaa aaateatge 1503 



<210> 2 
<211> 355 
<212> PRT 
<213> Mus sp. 



<400> 2 

Met Ala Gly Cys 
1 

lie Ser Ala Glu 

20 

Arg Arg Glu Leu 

35 

Ser Thr Phe lie 
50 

Asp Glu Asp Arg 
65 

Thr Ala Met Gin 

Tyr Met Cys Glu 

100 

Glu Val Asp Lys 
115 

Lys Gin Leu Trp 
130 

Arg Glu Tyr Gin 
145 

Glu Arg lie Ala 

Arg Val Arg Val 

180 

'Glu Asn lie lie 
195 

Arg Arg Lys Trp 
210 

Leu Val Ala Leu 

225 

Glu Asn Arg Met 

Tyr Pro Trp Phe 

260 

Asp Leu Leu Glu 
275 



Cys Cys Leu Ser 
5 

lie Glu Arg His 

Lys Leu Leu Leu 

40 

Lys Gin Met Arg 

55 

Lys Gly Phe Thr 
70 

Ala Met lie Arg 
85 

Gin Asn Lys Glu 

Val Thr Ala Leu 

120 

Leu Asp Pro Gly 
135 

Leu Ser Asp Ser 
150 

Met Pro Ser Phe 
165 

Pro Thr Thr Gly 

Phe Arg Met Val 

200 

lie His Cys Phe 
215 

Ser Glu Tyr Asp 
230 

Glu Glu Ser Lys 
245 

Leu Asn Ser Ser 

Glu Lys lie Met 

280 



Ala 


Glu 
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Val 


Pro 
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220 


Gin 


Val 
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235 




Ala 


Leu 
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250 






Val 


He 


Leu 
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265 








Tyr 


Ser 


His 


Leu 



Glu Ser Gin Arg 

15 

Lys Lys Asp Ala 
30 

Glu Ser Gly Lys 
45 

Ser Gly Tyr Ser 

Gin Asn He Phe 

80 

Leu Arg He Gin 

95 

He Arg Glu Val 
110 

Val Ala Ala He 
125 

Tyr Asp Arg Arg 

Leu Thr Asp He 

160 

Gin Asp Val Leu 
175 

Pro Phe Asp Leu 
190 

Gin Arg Ser Glu 
205 

Ser He He Phe 

Glu Cys Asp Asn 

240 

Thr He He Thr 
255 

Leu Asn Lys Lys 
270 

He Ser Tyr Phe 
285 



Pro Glu Tyr Thr Gly Pro Lys Gin Asp Val Lys Ala Ala Arg Asp Phe 

290 295 300 

lie Leu Lys Leu Tyr Gin Asp Gin Asn Pro Asp Lys Glu Lys Val lie 
305 310 315 320 

Tyr Ser His Phe Thr Cys Ala Thr Asp Thr Glu Asn lie Arg Phe Val 

325 330 335 

Phe Ala Ala Val Lys Asp Thr lie Leu Gin Leu Asn Leu Arg Glu Phe 

340 345 350 

Asn Leu Val 
355 



